
Stephanie J. Spielman, PhD
DATA SCiENTiST

Childhood Cancer Data Lab, Alex's Lemonade Stand Foundation 3 Bala Plaza, Bala Cynwyd, PA 19004
 she/her |  stephanie.spielman@ccdatalab.org |  0000-0002-9090-4788 |  sjspielman

I am a computational biologist and data scientist focused on developing open‑source products to accelerate pediatric cancer research.

Education
The University of Texas at Austin Austin, Texas, USA
PH.D., INTEGRATiVE BiOLOGY 2016

Brown University Providence, RI, USA
B.S., BiOLOGY WiTH HONORS 2010

Positions
Alex’s Lemonade Stand Foundation Bala Cynwyd, PA, USA
DATA SCiENTiST, CHiLDHOOD CANCER DATA LAB 2022–Present
• Develop open‑source tools and data repositories, and lead training workshops to support pediatric cancer researchers

Rowan University Glassboro, New Jersey, USA
ASSiSTANT PROFESSOR 2018‑2022

Temple University Philadelphia, Pennsylvania, PA
RESEARCH ASSiSTANT PROFESSOR 2016–2018
• Developed research inmethods for quantifying protein evolution and taught graduate‑level courses in Biostatistics and Evolutionary Medicine.

The University of Texas at Austin Austin, Texas, USA
GRADUATE RESEARCH ASSiSTANT 2011–2016
• Computational molecular evolution research, including phylogenetic modeling and virus evolution.

The University of Texas at Austin Austin, Texas, USA
GRADUATE TEACHiNG ASSiSTANT 2011–2016
• Supported undergraduate level courses in Biostatistics, Computational Biology and Bioinformatics, and Evolutionary Biology

Honors and Awards
Rowan University Glassboro, NJ, USA
PRESiDENT’S AWARD FOR EXCELLENCE iN INNOTATiVE INSTRUCTiONAL DELiVERY 2021
• Awarded by the Faculty Center for Teaching Excellence

The University of Texas at Austin Austin, Texas, USA
OUTSTANDiNG DiSSERTATiON AWARD 2016
• Awarded by the Office of Graduate Studies to the top dissertation among all of science, math, and engineering

The University of Texas at Austin Austin, Texas, USA
RUTH L. KiRSCHSTEiN NATiONAL RESEARCH SERViCE AWARD (F31) 2015
• Pre‑doctoral fellowship awarded by NIH/NIGMS

The University of Texas at Austin Austin, Texas, USA
OUTSTANDiNG TEACHiNG AWARD 2014
• Awarded by the Biology Instructional Office
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